Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.002 Å; R factor = 0.038; wR factor = 0.108; data-to-parameter ratio = 10.5.
The title compound, C 10 H 10 N 8 , resides on a crystallographic symmetry center and features an essentially planar molecule [r.m.s. deviation = 0.278 (1) Å ]. In the C N-N C fragment, the C N distance is 1.3017 (18) Å and the N-N distance is 1.403 (2) Å . In the crystal, adjacent molecules are linked by N-HÁ Á ÁN hydrogen bonds into a three-dimensional network.
Related literature
For related structures, see: Armstrong et al. (1998) , Xu et al. (2006) , Shi et al. (2008) . Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 2; y À 1 2 ; Àz þ 1 2 ; (ii) x; Ày À 1 2 ; z þ 1 2 .
Experimental
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97. 
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Comment
The title compound can be regarded as a dihydrazidine with all atoms essentially coplanar and has now been shown to have trans geometry because of steric repulsion effect. In the C=N-N=C fragment, the C=N distance is 1.302 (2) Å, which is much shorter than the N-N distance of 1.403 (2) Å. All other C-N distances are 1.341 (2) Å, which are considered to have full double-bond character. Adjacent molecules are linked into a two-dimensional sheet by intermolecular N-H···N hydrogen bonds with the N···N distance of 3.054 (2) Å. Each molecule acts as double hydrogen-bond acceptors with the 2-positon N atoms of pyrazine rings and donors with the two amino groups.
Experimental
A mixture of pyrazine-2-carbonitrile (0.210 g, 2 mmol), MnSO 4 .H 2 O (0.169 g, 1 mmol), hydrazine hydrate (80%, 2 ml) and anhydrous ethanol (6 ml) was heated in a 15 ml Teflon-lined autoclave at 393 K for 3 days, followed by slow cooling (5 K h -1 ) to room temperature. The resulting mixture was filtered and washed with 95% ethanol, and yellow block crystals were collected and dried in vacuum. Yield (0.32 g) 26.4%.
Refinement
The H atom bonded to N were located in a difference map and freely refined. Other H atoms were positioned geometrically and refined using a riding model with C-H = 0.93 Å and with U iso (H) = 1.2 U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) C2 0.0441 (9) 0.0435 (9) 0.0475 (9) 0.0069 (7) −0.0038 (7) 0.0066 (7) C3 0.0468 (9) 0.0355 (8) 0.0426 (9) 0.0047 (6) 0.0013 (7) −0.0023 (7) (6) N2 0.0429 (7) 0.0339 (7) 0.0335 (7) 0.0024 (5) −0.0002 (5) −0.0018 (5) N3 0.0534 (9) 0.0409 (8) 0.0317 (7) 0.0145 (6) −0.0068 (6) −0.0050 (6) N4 0.0425 (7) 0.0312 (7) 0.0313 (7) 0.0042 (5) −0.0016 (5) −0.0001 (5) Geometric parameters (Å, °) 
